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TEFF 2 -T0°CORAT, WS SR
FHRFA: Agrobacterium rhizogenes (str® ) pRi2659 (agropine type)
RN

FARAHT F & T MR B BH(Rhizobiaceae) £ AT 1 J (agrobacterium), A& —Ff IRALARA S =2 [RPAMEAN T, AT
DURGL R Z 80T ) DB T AR — SR TR . K599 ARAT B 55w 72 MR IR HH B RAR R AR 1) 3
JRH B HORE), B8 ZHTBRBEA]. K599 KIRAEATE (NCPPB2659) & A pRi2659 AATHKA
(agropine-type) Ri it (Root inducing plasmid , Genbank & 3%'5 EU186381)) , HA ) ZM1E £V G~
B, SR, mAE , ANEAEFEERIM. K599 W2 RSB ER % L2 HME, SEYBT
pCAMBIA2301 Bk (CRABBRBUE) kidll, FHBEETTIE 103w/ v g, IEFRAE 12 M H, BWBEAKEN
Az,

BATE CRAGRITE

1. H-70°CORAFIN K599 AHT BB A 40 T UKk K P AL 5

2. BEZMT, MBSZEMMHF NN 100 ng-1 ug ki DNA CGE—RAEH, 7TCGT TSRS, #E Foinjskh
PEEE) , BRRES, WoKisTEE 5 8

3M RO EE TWA R 5 2080 (G WA DUHTIKAITEK 2R A& AR B HED

55 B0 URIK KB R, BKHE S 2

6. TCH %M R IO 800 ul EPLAEFRM 2xYT 8k LB il iAR;773E, T 28 CHR&EFF 2~3 /I, HRE I,

7.6000 rpm 250> 1 4PIE, BH 100 w1245 Lig, BRI EEEA, BUERER, RAATHNPIAEZRK LB
AR L, T 28 CREFEFE R B B IR 48-72 /N o

ERE:

TIN JFORL I AR FRAS B A TR SRR 1/10; Bk RSB A7 7E CBES A IS e, B0 CR &R N %, Rk
WR—F, BURTEFE—NMER.

2 HRIE B B AR INN Ri B BRI v i AR AT B 1k Ri BUFRRLE S, (B Ri BYFORLIH A ZAH T AR AT H
FIFERENEELE, BT DA — s IR R AT I R i sehiA: K, Ri BYF0RLF 2k (HESRARAR (T LLZIR) .
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